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<212> DNA 

<213> Ccienorhabditis elegans 



<400> 1 



atgattttat 


ttttattttt 


attcctgttg 


ttaggatttt 


gtatcgcacc 


attatcggcc 


60 


caatctccat 


cgacttccga 


tgctccggga 


gctttgttgt 


catctctcgt 


aggtaaaagc 


120 


catcaaaaac 


taccactggc 


tccatcaatg 


gaagctcttg 


aactgatggg 


tgttcaattt 


180 


gttgatgctc 


tcatcaaaaa 


aggtcaaatg 


gaaatggcaa 


aaggagcatt 


taagactcaa 


240 


ttagaagttc 


tagagaaagt 


acatcctgat 


caattcgata 


agtacaaaaa 


gctaaaagtt 


300 


gatgatttgg 


cagctgatgc 


agttatgcaa 


caggcggaga 


tggcaaaatt 


acagcctaaa 


360 


tcaggaaatg 


catttatcga 


tatgttgaat 


ggaaatggaa 


tcccaattgg 


tagcagtatt 


420 


cgtggattag 


aagatgctat 


ccgaacgcag 


agagatatgg 


aaaatacgga 


tccgtccgaa 


480 


cagattgcca 


aagccgtaat 


ggacaaattt 


caaacacaaa 


ttctcccagg 


actcgttgca 


540 


aatatgatcg 


ctggcaagaa 


cccctttaaa 


atgcctcaac 


aaatgagaaa 


agctcaagct 


600 


gctccatcgt 


cagtgttcca 


acaagctctt 


gctcaaagag 


caatgttagg 


taaaaatgcc 


660 


ccagttgccg 


gtggaagagg 


tgaagaacaa 


cggatgatga 


tgaatcgagt 


ggaccaaaga 


720 


atgcaacaaa 


gagaacttca 


agaggaagat 


gaagatgatg 


atgatcttga 


ggacgaggat 


780 


gtacccagaa 


gaagaagttc 


ggatggagaa 


ccacaaagtg 


aagcagagca 


tcagagaaga 


840 


gatttagcca 


ggagattgaa 


aagtagtcct 


agattaaaag 


agcttttaca 


gaatgcggaa 


900 


gttcaatcat 


tgctctctta 


ccaacgaatg 


agggattctc 


cactgagcaa 


gcgaaggcct 


960 


ttggctatga 


acgatgagga 


tgaaagtgca 


ttccgcgcaa 


tggaggctcg 


tgcaaaacta 


1020 


gatcaaaaat 


ctcaacttgt 


gctcggtctc 


catggttttg 


gagagtctga 


tgatgatgaa 


1080 


gacgaagaag 


atgaaaattt 


gattgatcca 


tctgaaaatt 


cattccgtcg 


tgcaccactt 


1140 


cgtctttctt 


ccggattcgt 


tgagaaatta 


aagtcaaatg 


atgaattgaa 


aagtgcattg 


1200 
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gacagaau 


aacaccgagc 


W y*W Xtt i« *-> yMg yW ±» y» 

cgatgacgtg 


gaaaagtatc 


ttgctccaaa 


geegatggaa 


1 o /? n 

1260 


utCaaCCCaa 


aacc ncagcc 


cggccaccut 


gccccacgta 


aaatcccaac 


aagaccacgt 


1320 


aaaacgcctc 


cattattaat 


tggatctgat 


ccaaaagttc 


aagaggaaat 


acgaagacat 


1380 


ccaagcaccg 


aacggaaaac 


tgcaaaagaa 


tcaagagttt 


tgacaaattt 


gaagaataat 


1440 


ccaagccLtg 


ctgcattgtt 


catggatgat 


aaattagaga 


atacattgaa 


aggaaggcaa 


1 IT A A 

1500 


atgttaactg 


atgaacagaa 


aggtagaaca 


cgtgtcaaaa 


caattcgtgc 


attaccaaga 


1560 


Cty CCCgg ty 


caccaacugc 


aaaagctgaa 


atgattgatg 


caaaggtatt 


ccaagatatt 


162 0 


gaag aacgtc 


ccatLCCccc 


actgctCLtt 


gaaccaaaag 


gaaggcatac 


gaga tt gaga 


1680 


tggactggag 


caaaugaaaa 


agaaattcca 


ggacttggaa 


gtcgcttcat 


tctcccatct 


1740 


cttgatccaa 


ctatgccagc 


cttgaacacg 


gctttctcga 


ctcaggggcg 


agcccgtgac 


1800 


gagtgggata 


ccatgttcaa 


aatcccgaat 


aactggaatc 


ctggagatga 


agttgggttc 


1860 


aaaatgaact 


caaaaaccaa 


acgattcgtt 


ggaggaaatg 


gagcatttga 


tatgcctgca 


1920 


ctgggattgt 


ag 










1932 



<210> ? 

<2U> 643 

<212> PRX 

<213> Caenorhabditis elegans 

<400> 2 

Met lie Leu Phe Leu Phe Leu Phe Leu Leu Leu Gly Phe Cys lie Ala 
1 5 10 15 

Pro Leu Ser Ala Gin Ser Pro Ser Thr Ser Asp Ala Pro Gly Ala Leu 
20 25 30 

Leu Ser Ser Leu Val Gly Lys Ser His Gin Lys Leu Pro Leu Ala Pro 
35 40 45 

Ser Met Glu Ala Leu Glu Leu Met Gly Val Gin Phe Val Asp Ala Leu 
50 55 60 

He Lys Lys Gly Gin Met Glu Met Ala Lys Gly Ala Phe Lys Thr Gin 
65 70 75 80 

Leu Glu Val Leu Glu Lys Val His Pro Asp Gin Phe Asp Lys Tyr Lys 
85 90 95 

Lys Leu Lys Val Asp Asp Leu Ala Ala Asp Ala Val Met Gin Gin Ala 
100 105 110 
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Glu Met Ala Lys Leu Gin Pro Lys Ser Gly Asn Ala Phe He Asp Met 
115 120 125 



Leu Asn Gly Asn Gly He Pro He Gly Ser Ser He Arg Gly Leu Glu 
130 135 140 



Asp Ala He Arg Thr Gin Arg Asp Met Glu Asn Thr Asp Pro Ser Glu 
145 150 155 160 



Gin He Ala Lys Ala Val Met Asp Lys Phe Gin Thr Gin He Leu Pro 
165 170 175 



Gly Leu Val Ala Asn Met He Ala Gly Lys Asn Pro Phe Lys Met Pro 
180 185 190 



Gin Gin Met Arg Lys Ala Gin Ala Ala Pro Ser Ser Val Phe Gin Gin 
195 200 205 



Ala Leu Ala Gin Arg Ala Met Leu Gly Lys Asn Ala Pro Val Ala Gly 
210 215 220 



Gly Arg Gly Glu Glu Gin Arg Met Met Met Asn Arg Val Asp Gin Arg 
225 230 235 240 



Met Gin Gin Arg Glu Leu Gin Glu Glu Asp Glu Asp Asp Asp Asp Leu 
245 250 L J 255 



Glu Asp Glu Asp Val Pro Arg Arg Arg Ser Ser Asp Gly Glu Pro Gin 
260 265 ~ 270 



Ser Glu Ala Glu His Gin Arg Arg Asp Leu Ala Arg Arg Leu Lys Ser 
275 280 285 



Ser Pro Arg Leu Lys Glu Leu Leu Gin Asn Ala Glu Val Gin Ser Leu 
290 295 300 



Leu Ser Tyr Gin Arg Met Arg Asp Ser Pro Leu Ser Lys Arg Arg Pro 
305 310 315 320 



Leu Ala Met Asn Asp Glu Asp Glu Ser Ala Phe Arg Ala Met Glu Ala 
325 330 335 



Arg Ala Lys Leu Asp Gin Lys Ser Gin Leu Val Leu Gly Leu His Gly 
340 345 350 



Phe Gly Glu Ser Asp Asp Asp Glu Asp Giu Glu Asp Glu Asn Leu He 

355 360 365 



Asp Pro Ser Glu Asn Ser Phe Arg Arg Ala Pro Leu Arg Leu Ser Ser 
370 375 ^ 380 



Gly Phe Val Glu Lys Leu Lys Ser Asn Asp Glu Leu Lys Ser Ala Leu 
385 390 395 400 



Asp Arg He Lys Tyr Arg Val Asp Asp Val Glu Lys Tyr Leu Ala Pro 
405 410 415 



Lys Pro Met Glu Phe Asn Pro Lys Pro Gin Pro Gly Tyr Phe Ala Pro 
420 425 430 



Arg Lys He Pro Thr Arg Pro Arg Lys Met Leu Pro Leu Leu lie Gly 
435 440 445 



Ser Asp Pro Lys Val Gin Glu Glu He Arg Arg His Pro Ser Thr Glu 
450 455 460 



Trp Lys He Ala Lys Glu Ser Arg Val Leu Thr Asn Leu Lys Asn Asn 
465 470 475 480 



Pro Ser Leu Ala Ala Leu Phe Met Asp Asp Lys Leu Glu Asn Thr Leu 
485 490 495 



Lys Gly Arg Gin Met Leu Thr Asp Glu Gin Lys Gly Arg Thr Arg Val 
500 505 510 



Lys Thr He Arg Ala Leu Pro Arg Leu Phe Gly Ala Pro Thr Ala Lys 
515 520 525 



Ala Glu Met He Asp Ala Lys Val Phe Gin Asp He Glu Glu Arg Pro 
530 535 540 



He Pro Pro Leu Phe Phe Glu Pro Lys Gly Arg His Thr Arg Leu Arg 
545 550 — 555 560 



Trp Thr Gly Ala Asn Glu Lys Glu He Pro Gly Leu Gly Ser Arg Phe 
565 570 575 



He Leu Pro Ser Leu Asp Pro Thr Met Pro Ala Leu Asn Thr Ala Phe 
580 585 590 



Ser Thr Gin Gly Arg Ala Arg Asp Glu Trp Asp Thr Met Phe Lys lie 
595 600 605 



Pro Asn Asn Trp Asn Pro Gly Asp Glu Val Gly Phe Lys Met Asn Ser 
610 615 620 



Lys Thr Lys Arg Phe Val Gly Gly Asn Gly Ala Phe Asp Met Pro Ala 
625 ~ 630 * " 635 " 640 

Leu Gly Leu 

<210> 3 

<2U> 2993 

<212> DNA 

<2X3> Caenorhabditis elegans 

<400> 3 



ctcaaagcca 


atcaactcta 


ctcacttttc 


ttcagaacct 


taactttttg 


tgtcactttc 


60 


cccaaaaacc 


gttcaagctg 


ctgccttcac 


tctcatcccc 


tcctcttact 


ccttctttct 


120 


cgtccgctac 


tactgtatct 


tctggacatc 


tacctgtata 


cacaccagtg 


gccagtcatc 


180 


tgccattaca 


atttcatcaa 


ttgacacttc 


ttcaacaaca 


accgccgtcc 


tcattcactc 


240 


ccgattcttc 


ctcatcctca 


acatcgtcgt 


ctttggctga 


aattcccgaa 


gacgttatga 


300 


tggagatgct 


ggtagatcag 


ggaactgatg 


catcgtcatc 


cgcctccacg 


tccacctcat 


360 


ctgtttcgag 


attcggagcg 


gacacgttca 


tgaatacacc 


ggatgatgtg 


atgatgaatg 


420 


atgatatgga 


accgattcct 


cgtgatcggt 


gcaatacgtg 


gccaatgcgt 


aggccgcaac 


480 


tcgaaccacc 


actcaactcg 


agtcccatta 


ttcatgaaca 


aattcctgaa 


gaagatgctg 


540 


acctatacgg 


gagcaatgag 


caatgtggac 


agctcggcgg 


agcatcttca 


aacgggtcga 


600 


cagcaatgct 


tcatactcca 


gatggaagca 


attctcatca 


gacatcgttt 


ccttcggaaa 


660 


tgtccgaatc 


gccagacgat 


accgtatcgg 


gaaaaaagac 


aacgaccaga 


cggaacgctt 


720 


ggggaaatat 


gtcatatgct 


gaacttatca 


ctacagccat 


tatggctagt 


ccagagaaac 


780 


ggttaactct 


tgcacaagtt 


tacgaatgga 


tggtccagaa 


tgttccatac 


ttcagggata 


840 


agggagattc 


gaacagttca 


gctggatgga 


agaactcgat 


ccgtcacaat 


ctgtctcttc 


900 


attctcgttt 


catgcgaatt 


cagaatgaag 


gagccggaaa 


gagctcgtgg 


tgggttatta 


960 


atccagatgc 


aaagccagga 


aggaatccac 


ggcgtacacg 


tgaacgatcc 


aatactattg 


1020 


agacgactac 


aaaggctcaa 


ctcgaaaaat 


ctcgccgcgg 


agccaagaag 


aggataaagg 


1080 


agagagcatt 


gatgggctcc 


cttcactcga 


cacttaatgg 


aaattcgatt 


gccggatcga 


1140 


ttcaaacgat 


ttctcacgat 


ttgtatgatg 


atgattcaat 


gcaaggagca 


tttgataacg 


1200 


ttccatcatc 


tttccgtccc 


cgaactcaat 


cgaacctctc 


gattcctgga 


tcgtcgtctc 


1260 


gtgtttctcc 


agctattgga 


agtgatatct 


atgatgatct 


agaattccca 


tcatgggttg 


1320 
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gcgaaccggc 


uccagcaauc 


f+ f a a /""t4" a 4" a 

ccaagcgaca 


4" 4- c~»4" fna f- a/-f 

cege cgacag 


a a f 4" M2 4- ^ a a 

aaccgaccaa 


aegegt-aucg 


1 ion 
J. 0 0 u 


a 4- r+ a a f* t- a f 
dt.y CddC idw 


uCdtdttyy t 


net a rr +~ a na 

y y «.y u u c ay a 


4- 4- a a nr* a nna 

ttadycdyyd 


y ccgaagccg 


a 4- 4- a ana rrrrr 

a. l. eddy ctuyy 




ddCCadL. CyC 


^*/"»/" > «af , faf/" , a 


LCaLaCCaCy 


a ft *- f* na a f* a fr 

ay c L.yo,a.t.ay 


4- /-» 4* o/*r4» a 

tgtccgtgga 


4- f 4- nl" 4- r<» 

tcyt.yt.yc t.c 


1 ^00 


dy dd CCCdC u 


4- ^ f rrra 3 a 4- 
tCULCydddt 


ceddt Lyuyc 


f a a rir* a f ^ a a 
CddyCdCUda 


^ ^ 4" f a a f< a 

CUtCddyCCd 


a ^ n f f a f ^ a f* 

dtyCLduLaC 




CyygCyCCta 


CyydddLLdL. 


CdddaCyg cy 


f»» a a*" aaf4"/^o 
ydaidaCCCC 


aa^/*'aa^4- rifi 

aaccaaccgg 


z«i^a4-/"'aafa*- 
CCdCCddCdt 




S«t ^1 «-x A 4- A m 4* M 

ccaactCatc 


cccaccgccu 


ft ft a a 4* ♦» a a 4>* 

ggaat rcaac 


n n 4* 4— ^v/nr a a 4" 

cgcguggaau 


4" ^^4- a 4— ^*rM a 

ugcagcugca 


i— i — n mm** a 4" a ^ 4— 

cagcacaccg 


IDOU 


ccgcctcctc 


accggccccc 


ccaatcgatc 


eggaaaauce 


gacact t ccc 


gatcagccac 


J. 74U 




4— — . 4— inm*m --\ 4- s*w f- 4- 

cacggacgcc 


gaegcat, cga 


ccagacacga 


gecgagucaa 


gc t, ggaggg c 


loUU 


— * ^ -*| V* 4* \ 

dgcat.at.Lca 


tLLtgactcg 


4» a a a 4» 4K ^ 4~ m W 


4-^a4-4-4-+-i-<f4-4- 


cccccuggcg 


4"* 4v .mm 4* 4<* ^■•^■ff Q gfc Q 

cege ccgaaa 


1 O DO 


gagagatdyc 


aaagcagcga 


f~*f*i a ort" na /ra a 


accccccgcc 


4-4-/-a4-r->4-4-4-4- 

cccacccccc 


caaaccccca 


1 y <£ u 


cccacacaca 


cccaacgacc 


aucacagcca 


gaccaccaac 


acccccccaa 


4" 4^ 4- 4- 

accc ugaege 


XjoU 


cgccaattut 




tttcaaaaac 


cccacccccc 


atLucctgcc 


<-t4- 4- 4- rtf- 4- 

gtttgctccc 


0 A A n 


cccccccccg 


tctaattcca 


acacactcac 


cccagcgacg 


4* /*i^«4* ««i> *\ ^ *^ 

ccgugcaaca 


acaacacaaa 


^XUU 




tCtCtCCCtt 


cccctaatgc 


gaaaua ccga 


aaaacege eg 


^> 4* 4* 4* 4* ^ s*« 4* 

acuaccaccc 




*-<4-+- 4 -4-4-+-/~i4-4- 


/-«f4-4-f*+-4-+-4-t-4- 


4* 4" 4"* r** 4* 4* 


ccccccgtca 


4* jhi - s /•«4 a 4* V* 

tccaggtucc 


4* /^i *^ 4* 4* 4" 4* q 

ccacccccca 




ddtgCtdCCL 


ccaccccacc 


4-4-4-4-4- t-*r*tr* 4> /-« 

tLtttcgccg 


4- — — — 4-4-4-— 4.4. 

caaacccgcc 


ccgcaaccaa 


aac cgccaaa 


z z oU 


acacatcccc 


caacccgcct 


tccctaatcg 


aaccccccaa 


aaaacccgac 


cccucgaccc 


0 a n 


^ 4- 4- 4- /^+- a a 

CLCLLyt-ddt 


LCLLLddLLL 


4-_,-,f-,4-4-4-4-4- 

LCCtCCCLtC 


cccccccccg 


^»4" a a a a 4" 

gcagcaaacg 


V* z - ^ 4> a /^#"<^*a 4— 4" 

cccagcgacc 


Z^k u u 


,-.4-^-4-4-4-— 4-4-4- 

CCCCCCCCCC 


ctccgcccaa 


ctttcacatc 


tggecgatte 


gaatcctccg 


tatacacaca 


z4bU 


/■i o o 4^ /"t ^* q s 

CdCaLayCad 


UCLaCCLCCa 


a3af"4-4~4"a/^<^" 

aaact.tt.acc 


gaaagacgcg 


0 4" m j^i /it 4" 4" 0 

accccccccc 


cgcccccccc 


Z 3Z U 


cacaaaacac 


4-=s4-4-4-/-f4-e-"4-/-» 

tatccgccLg 


f i. i. -_4_ _4~ — 4- 3 

c ucgcgcaca 


utgccaccac 


#-»4- M/yof 4- 4- 4- a 

gccgacccca 


aaccaaaacc 


Z DOU 


a *- ^<-T*- +-4-4-4-4- 


CttCutCCCt 


acccccccct 


cgaaaaacc t 


aacaacacac 


aaaaaaaccc 


ZO40 


^4-^*aaaaaa4» 

uucaaaaaac 


/"< 4* /"* a n 4- 4- f* +* a 

etc ag cccca 


a a 4* ^r^*4- 4— 

aaeggegegg 


m a a a a 4» 

Caacacaccg 


gacccccccc 


4* Q Q ^| M A Amu* ^ 

cacaccagaa 


Z / UU 


cagccccgca 


accccagaga 


a 4* c""* a 4* 4* 4* f> m a 

acgaccccca 


gaccccccac 


accacaggcc 


14-4-4-4.4.4.4. 

CGCCCCCCCC 


*5 "7 £ A 

z / b u 


gcttgttttt 


ttctctacct 


ctctttcttt 


tcattctatt 


tctctctctt 


gttttctctc 


2820 


tgttatcctg 


tacattttcc 


ttccaattct 


ttctggctat 


ttctgatttt 


cgagttcata 


2880 


ttctctacgt 


ctcactttct 


ctcgcgccac 


gccccctttt 


tcgtctccct 


ccgcccccaa 


2940 


atatatttgc 


gactgtatga 


tgatgatgat 


gatttaataa 


aaatcaaatt 


tga 


2993 



.6- 



<210> 4 

<211> 530 

<212> PRT 

<213> Caenorhabditis elegans 

<400> 4 

Met Asn Asp Ser lie Asp Asp Asp Phe Pro Pro Glu Pro Arg Gly Arg 
1 5 10 15 



Cys Tyr Thr Trp Pro Met Gin Gin Tyr He Tyr Gin Glu Ser Ser Ala 

20 25 30 

Thr He Pro His His His Leu Asn Gin His Asn Asn Pro Tyr His Pro 
35 40 45 



Met His Pro His His Gin Leu Pro His Met Gin Gin Leu Pro Gin Pro 
50 55 60 



Leu Leu Asn Leu Asn Met Thr Thr Leu Thr Ser Ser Gly Ser Ser Val 
65 70 75 80 



Ala Ser Ser He Gly Gly Gly Ala Gin Cys Ser Pro Cys Ala Ser Gly 
85 * 90 95 



Ser Ser Thr Ala Ala Thr Asn Ser Ser Gin Gin Gin Gin Thr Val Gly 
100 105 110 



Gin Met Leu Ala Ala Ser Val Pro Cys Ser Ser Ser Gly Met Thr Leu 
115 120 125 

Gly Met Ser Leu Asn Leu Ser Gin Gly Gly Gly Pro Met Pro Ala Lys 
130 135 140 



Lys Lys Arg Cys Arg Lys Lys Pro Thr Asp Gin Leu Ala Gin Lys Lys 
145 150 155 160 



Pro Asn Pro Trp Gly Glu Glu Ser Tyr Ser Asp He He Ala Lys Ala 
165 170 175 



Leu Glu Ser Ala Pro Asp Gly Arg Leu Lys Leu Asn Glu He Tyr Gin 
180 ~ 185 190 



Trp Phe Ser Asp Asn He Pro Tyr Phe Gly Glu Arg Ser Ser Pro Glu 
195 200 205 
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Glu Ala Ala Gly Trp Lys Asn Ser lie Arg His Asn Leu Ser Leu His 
210 215 • 220 



Ser Arg Phe Met Arg lie Gin Asn Glu Gly Ala Gly Lys Ser Ser Trp 
225 * 230 235 240 



Trp Val lie Asn Pro Asp Ala Lys Pro Gly Arg Asn Pro Arg Arg Thr 
245 250 255 



Arg Glu Arg Ser Asn Thr lie Glu Thr Thr Thr Lys Ala Gin Leu Glu 
260 265 270 



Lys Ser Arg Arg Gly Ala Lys Lys Arg lie Lys Glu Arg Ala Leu Met 
275 280 285 



Gly Ser Leu His Ser Thr Leu Asn Gly Asn Ser lie Ala Gly Ser lie 
290 295 300 



Gin Thr lie Ser His Asp Leu Tyr Asp Asp Asp Ser Met Gin Gly Ala 
305 310 315 320 



Phe Asp Asn Val Pro Ser Ser Phe Arg Pro Arg Thr Gin Ser Asn Leu 
325 330 ~ 335 



Ser lie Pro Gly Ser Ser Ser Arg Val Ser Pro Ala lie Gly Ser Asp 
340 345 350 



lie Tyr Asp Asp Leu Glu Phe Pro Ser Trp Val Gly Glu Ser Val Pro 
355 360 365 



Ala lie Pro Ser Asp lie Val Asp Arg Thr Asp Gin Met Arg lie Asp 
370 375 380 



Ala Thr Thr His lie Gly Gly Val Gin lie Lys Gin Glu Ser Lys Pro 
385 390 395 400 



lie Lys Thr Glu Pro lie Ala Pro Pro Pro Ser Tyr His Glu Leu Asn 
405 410 415 



Ser Val Arg Gly Ser Cys Ala Gin Asn Pro Leu Leu Arg Asn Pro lie 
420 425 430 



Val Pro Ser Thr Asn Phe Lys Pro Met Pro Leu Pro Gly Ala Tyr Gly 
435 440 445 



Asn Tyr Gin Asn Gly Gly lie Thr Pro lie Asn Trp Leu Ser Thr Ser 
450 455 460 



Asn Ser Ser Pro Leu Pro Gly lie Gin Ser Cys Gly lie Val Ala Ala 
465 470 475 480 



Gin His Thr Val Ala Ser Ser Ser Ala Leu Pro lie Asp Leu Glu Asn 
485 490 495 

Leu Thr Leu Pro Asp Gin Pro Leu Met Asp Thr Met Asp Val Asp Ala 
500 505 510 

Leu lie Arg His Glu Leu Ser Gin Ala Gly Gly Gin His He His Phe 
515 530 525 

Asp Leu 
530 

<210> 5 

<211> 3441 

<212> DNA 

<213> Caenorhabditis elegans 



<400> 5 



atgcatgtta 


acattttaca 


tccacaactg 


caaacgatgg 


tcgagcagtg 


gcaaatgcga 


60 


gaacgcccat 


cgctggagac 


cgagaatggc 


aaaggatcgc 


tgctcctgga 


aaatgaaggt 


120 


gtcgcagata 


tcatcactat 


gtgtccattc 


ggagaagtta 


ttagtgtagt 


atttccgtgg 


180 


tttcttgcaa 


atgtgcgaac 


atcgctagaa 


atcaagctat 


cagatttcaa 


acatcaactt 


240 


ttcgaattga 


ttgctccgat 


gaagtgggga 


acatattccg 


taaagccaca 


ggattatgtg 


300 


ttcagacagt 


tgaataattt 


cggcgaaatt 


gaagttatat 


ttaacgacga 


tcaacccctg 


360 


tcgaaattag 


agctccacgg 


cactttccca 


atgctttttc 


tctaccaacc 


tgatggaata 


420 


aacagggata 


aagaattaat 


gagtgatata 


agtcattgtc 


taggatactc 


actggataaa 


480 


ctggaagaga 


gcctcgatga 


ggaactccgt 


caatttcgtg 


cttctctctg 


ggctcgtacg 


540 


aagaaaacgt 


gcttgacacg 


tggacttgag 


ggtaccagtc 


actacgcgtt 


ccccgaagaa 


600 


cagtacttgt 


gtgttggtga 


atcgtgcccg 


aaagatttgg 


aatcaaaagt 


caaggctgcc 


660 


aagctgagtt 


atcagatgtt 


ttggagaaaa 


cgtaaagcgg 


aaatcaatgg 


agtttgcgag 


720 


aaaatgatga 


agattcaaat 


tgaattcaat 


ccgaacgaaa 


ctccgaaatc 


tctgcttcac 


780 


acgtttctct 


acgaaatgcg 


aaaattggat 


gtatacgata 


ccgatgatcc 


tgcagatgaa 


840 


ggatggtttc 


tteaattggc 


tggacgtacc 


acgtttgtta 


caaatccaga 


tgtcaaactt 


900 


acgtcttatg 


atggtgtccg 


ttcggaactg 


gaaagctatc 


gatgccctgg 


attcgttgtt 


960 


cgccgacaat 


cactagtcct 


caaagactat 


tgtcgcccaa 


aaccactcta 


cgaaccacat 


1020 


tatgtgagag 


cacacgaacg 


aaaacttgct 


ctagacgtgc 


tcagcgtgtc 


tatagatagc 


1080 
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aCaCCdaaaC 


a or f a a r"f a a 

agagcaagaa 


cay ugacauy 


«ff af or a Of 4- or 
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<210> 6 
<211> 1146 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 6 

Met His Val Asn He Leu His Pro Gin Leu Gin Thr Met Val Glu Gin 
15 10 15 



Trp Gin Met Arg Glu Arg Pro Ser Leu Glu Thr . Glu Asn Gly Lys Gly 
20 25 30 

Ser Leu Leu Leu Glu Asn Glu Gly Val Ala Asp He He Thr Met Cys 
35 40 45 

Pro Phe Gly Glu Val He Ser Val Val Phe Pro Trp Phe Leu Ala Asn 
50 55 60 



Val Arg Thr Ser Leu Glu He Lys Leu Ser Asp Phe Lys His Gin Leu 
65 70 75 80 



Phe Glu Leu He Ala Pro Met Lys Trp Gly Thr Tyr Ser Val Lys Pro 
85 90 ** 95 



Gin Asp Tyr Val Phe Arg Gin Leu Asn Asn Phe Gly Glu He Glu Val 
100 105 110 

He Phe Asn Asp Asp Gin Pro Leu Ser Lys Leu Glu Leu His Gly Thr 
115 120 125 

Phe Pro Met Leu Phe Leu Tyr Gin Pro Asp Gly He Asn Arg Asp Lys 
130 135 140 
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Glu Leu Met Ser Asp lie Ser His Cys Leu Gly Tyr Ser Leu Asp Lys 
145 150 - . 155 160 



Leu Glu Glu Ser Leu Asp Glu Glu Leu Arg Gin Phe Arg Ala Ser Leu 
165 170 175 



Trp Ala Arg Thr Lys Lys Thr Cys Leu Thr Arg Gly Leu Glu Gly Thr 
180 185 190 



Ser His Tyr Ala Phe Pro Glu Glu Gin Tyr Leu Cys Val Gly Glu Ser 
195 200 205 

Cys Pro Lys Asp Leu Glu Ser Lys Val Lys Ala Ala Lys Leu Ser Tyr 
210 215 220 



Gin Met Phe Trp Arg Lys Arg Lys Ala Glu lie Asn Gly Val Cys Glu 
225 230 235 * 240 



Lys Met Met Lys lie Gin lie Glu Phe Asn Pro Asn Glu Thr Pro Lys 
245 250 255 



Ser Leu Leu His Thr Phe Leu Tyr Glu Met Arg Lys Leu Asp Val Tyr 

260 265 270 



Asp Thr Asp Asp Pro Ala Asp Glu Gly Trp Phe Leu Gin Leu Ala Gly 
275 280 285 



Arg Thr Thr Phe Val Thr Asn Pro Asp Val Lys Leu Thr Ser Tyr Asp 
290 295 300 



Gly Val Arg Ser Glu Leu Glu Ser Tyr Arg Cys Pro Gly Phe Val Val 
305 " 310 315 320 



Arg Arg Gin Ser Leu Val Leu Lys Asp Tyr Cys Arg Pro Lys Pro Leu 
325 330 335 



Tyr Glu Pro His Tyr Val Arg Ala His Glu Arg Lys Leu Ala Leu Asp 
340 345 350 



Val Leu Ser Val Ser He Asp Ser Thr Pro Lys Gin Ser Lys Asn Ser 

355 360 365 

Asp Met Val Met Thr Asp Phe Arg Pro Thr Ala Ser Leu Lys Gin Val 

370 375 380 



Ser Leu Trp Asp Leu Asp Ala Asn Leu Met He Arg Pro Val Asn He 
385 " 390 395 400 
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Ser Gly Phe Asp Phe Pro Ala A&p Val ,Asp Met Tyr Val Arg lie Glu 
405 410 415 



Phe Ser Val Tyr Val Gly Thr Leu Thr Leu Ala Ser Lys Ser Thr Thr 
420 425 430 

Lys Val Asn Ala Gin Phe Ala Lys Trp Asn Lys Glu Met Tyr Thr Phe 
435 440 * 445 



Asp Leu Tyr Met Lys Asp Met Pro Pro Ser Ala Val Leu Ser lie Arg 
450 455 460 



Val Leu Tyr Gly Lys Val Lys Leu Lys Ser Glu Glu Phe Glu Val Gly 
465 470 475 480 



Trp Val Asn Met Ser Leu Thr Asp Trp Arg Asp Glu Leu Arg Gin Gly 
485 490 495 

Gin Phe Leu' Phe His Leu Trp Ala Pro Glu Pro Thr Ala Asn Arg Ser 
50Q 505 510 



Arg lie Gly Glu Asn Gly Ala Arg He Gly Thr Asn Ala Ala Val Thr 
515 520 525 

He Glu He Ser Ser Tyr Gly Gly Arg Val Arg Met Pro Ser Gin Gly 
530 535 540 



Gin Tyr Thr Tyr Leu Val Lys His Arg Ser Thr Trp Thr Glu Thr Leu 
545 550 555 560 



Asn He Met Gly Asp Asp Tyr Glu Ser Cys He Arg Asp Pro Gly Tyr 
565 570 ~ 575 



Lys Lys Leu Gin Met Leu Val Lys Lys His Glu Ser Gly He Val Leu 
580 585 ~ 590 



Glu Glu Asp Glu Gin Arg His Val Trp Met Trp Arg Arg Tyr He Gin 
595 600 605 



Lys Gin Glu Pro Asp Leu Leu He Val Leu Ser Glu Leu Ala Phe Val 
610 615 620 



«13- 



Trp Thr Asp Arg Glu Asn Phe Ser Glu Leu Tyr Val Met Leu Glu Lys 
625 630 , 635 640 



Trp Lys Pro Pro Ser Val Ala Ala Ala Leu Thr Leu Leu Gly Lys Arg 
645 650 655 



Cys Thr Asp Arg Val lie Arg Lys Phe Ala Val Glu Lys Leu Asn Glu 
660 665 670 



Gin Leu Ser Pro Val Thr Phe His Leu Phe lie Leu Pro Leu lie Gin 
675 680 685 



Ala Leu Lys Tyr Glu Pro Arg Ala Gin Ser Glu Val Gly Met Met Leu 
690 * 695 700 



Leu Thr Arg Ala Leu Cys Asp Tyr Arg lie Gly His Arg Leu Phe Trp 
705 710 715 720 



Leu Leu Arg Ala Glu lie Ala Arg Leu Arg Asp Cys Asp Leu Lys Ser 
725 730 735 



Glu Glu Tyr Arg Arg lie Ser Leu Leu Met Glu Ala Tyr Leu Arg Gly 
740 745 750 



Asn Glu Glu His lie Lys lie lie Thr Arg Gin Val Asp Met Val Asp 
755 ^ 760 765 



Glu Leu Thr Arg lie Ser Thr Leu Val Lys Gly Met Pro Lys Asp Val 
770 775 780 



Ala Thr Met Lys Leu Arg Asp Glu Leu Arg Ser lie Ser His Lys Met 
785 790 795 800 



Glu Asn Met Asp Ser Pro Leu Asp Pro Val Tyr Lys Leu Gly Glu Met 
805 810 815 



lie lie Asp Lys Ala lie Val Leu Gly Ser Ala Lys Arg Pro Leu Met 
820 825 830 



Leu His Trp Lys Asn Lys Asn Pro Lys Ser Asp Leu His Leu Pro Phe 
835 " 840 845 



Cys Ala Met lie Phe Lys Asn Gly Asp Asp Leu Arg Gin Asp Met Leu 
850 855 860 



Val Leu Gin Val Leu Glu Val Met Asp Asn lie Trp Lys Ala Ala Asn 
865 870 875 880 
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lie Asp Cys Cys Leu Asn Pro Tyr Ala. Val Leu Pro Met Gly Glu Met 
885 890 * 895 

lie Gly lie He Glu Val Val Pro Asn Cys Lys Thr He Phe Glu He 
900 905 910 

Gin Val Gly Thr Gly Phe Met Asn Thr Ala Val Arg Ser He Asp Pro 
915 920 925 

Ser Phe Met Asn Lys Trp He Arg Lys Gin Cys Gly He Glu Asp Glu 
930 935 940 

Lys Lys Lys Ser Lys Lys Asp Ser Thr Lys Asn Pro He Glu Lys Lys 
945 950 955 960 

He Asp Asn Thr Gin Ala Met Lys Lys Tyr Phe Glu Ser Val Asp Arg 
965 970 975 

Phe Leu Tyr Ser Cys Val Gly Tyr Ser Val Ala Thr Tyr lie Met Gly 
980 98§ 990 

He Lys Asp Arg His Ser Asp Asn Leu Met Leu Thr Glu Asp Gly Lys 
995 1000 1005 



Tyr Phe His He Asp Phe Gly His He Leu Gly His Gly Lys Thr 
1010 1015 1020 



Lys Leu Gly He Gin Arg Asp Arg Gin Pro Phe He Leu Thr Glu 
1025 1030 1035 



His Phe Met Thr Val He Arg Ser Gly Lys Ser Val Asp Gly Asn 
1040 1045 1050 



Ser His Glu Leu Gin Lys Phe Lys Thr Leu Cys Val Glu Ala Tyr 
1055 1060 1065 



Glu Val Met Trp Asn Asn Arg Asp Leu Phe Val Ser Leu Phe Thr 
1070 1075 1080 



Leu Met Leu Gly Met Glu Leu Pro Glu Leu Ser Thr Lys Ala Asp 
1085 1090 1095 
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Leu Asp His Leu Lys Lys Thr Leu Phe Cys Asn Gly Glu Ser Lys 
1100 1105- • 1110 



<31u Qlu Ala Arg Lys Phe Phe Ala Gly lie Tyr Glu Glu Ala Phe 
1115 112P 1125 



Asn Gly Ser Trp Ser Thr Lys Thr Asn Trp Leu Phe His Ala Val 
1130 1135 1140 



Lys His Tyr 
1145 
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